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SEQUENCE LISTING 



<210> 1 
<211> 1444 
<212> DNA 

<213> Plasmodium falciparum 

<220> 

<221> CDS 

<222> (26).. (1435) 

<220> 

<221> misc_feature 
<222> (1276) 

<223> h represents A, T or C 
<400> 1 



tttattattt ttatatataa ttatt atg 


ata 


aaa tta 


aaa aat ttt tta 


aat 


52 










Met 


He 


Lys Leu 


Lys Asn Phe Leu 
5 


Asn 




att 




aat 

dot 


tta aat tat 

HQ QQ U buU 


l 

aaa tat 


caa 


tat aaa 


aat aaa ata aat 


tta 


100 


1 16 


iyr 


Acn 
Moil 


1 oil Acn ~T\/r* 
LcU /AMI Ijrl 


1 vc Tvp 


Gin 


Tyr Lys 


Asn Lys lie Asn 


Leu 




10 






15 






20 




25 




tat 


tta 


ata 


aga caa gga 


tta aat 


ata 


aat tta 


ata aaa aat tta 


tct 


148 


Tyr 


Leu 


He 


Arg Gin Gly 


Leu Asn 


lie 


Asn Leu 


He Lys Asn Leu 


Ser 








30 






35 


40 






agt 


a at 


att 


ttt tta tat 


atg ttt 


att 


tat aat 


ttt aaa aaa tat 


tct 


196 


Ser 


Asn 


He 


Phe Leu Tyr 


Met Phe 


He 


Tyr Asn 


Phe Lys Lys Tyr 


Ser 










45 




50 




55 






tta 


aaa 


tta 


tta aat ata 


ttt aaa 


tta 


cct gat 


tgg aat ttt ttt 


gat 


244 


Leu 


Lys 


Leu 


Leu Asn lie 


Phe Lys 


Leu 


Pro Asp 


Trp Asn Phe Phe 


Asp 








60 




65 






70 






tgt 


cca 


a at 


ata aat tat 


gat aat 


att 


att tat 


tat tct tct att 


tta 


292 


Cys 


Pro 


Asn 


lie Asn Tyr 


Asp Asn 


He 


lie Tyr 


Tyr Ser Ser lie 


Leu 






75 






80 






85 






aaa 


gat 


a at 


aat tta ata 


tat tat 


tta 


aaa aat 


aat tta aat att 


gaa 


340 


Lys 


Asp 


Asn 


Asn Leu lie 


Tyr Tyr 


Leu 


Lys Asn 


Asn Leu Asn He 


Glu 




90 




95 






100 




105 




ttt 


tta 


gat 


agt ata tta 


ata aaa 


aat 


aat tct 


ata gat att ata 


ttt 


388 


Phe 


Leu 


Asp 


Ser lie Leu 


He Lys 


Asn 


Asn Ser 


He Asp He He 


Phe 










110 






115 


120 






gat 


agt 


atg 


tct att tta 


cat act 


aca 


caa tat 


ttt tta aaa aaa 


tth 


436 


Asp 


Ser 


Met 


Ser He Leu 


His Thr 


Thr 


Gin Tyr 


Phe Leu Lys Lys 


Xaa 








125 




130 




135 
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99 a 


aXd 


att 

axx 


ttt tta 

XXX XX d 


r*rt 
LL L 


tta 

L Ld 


ttt 

LL L 


nat 
yd L 


att ata ttt 
alt dLd L L L 


aaa tat 
ddd LdL 


r rt 

LLX 


tta 
LLd 


ARA 

*rO*T 




ri w 




1 1 e 


rfie LcU 


Dpo 
ri U 


1 OI 1 

LcU 


Pho 
rile 


Acn 
ASp 


T1p T1p Php 
X lc X lc rile 


1 vc Xv/p 

Lys 1 yr 


rTQ 


LcU 
























icn 










++ 3 


at 3 

aXa 


3 3 3 

aaa 


add XdX 


tta 
LLd 


nnt 

ggx 


art 
dLX 


att 

dXX 


att trt tat 

dXX XLX XdL 


aaa nat 
ddd ydX 


aat 
ddL 


ttt 

XXX 


^9 




Leu 


T "I 


1 v/c 

Lys 


Lys i yr 




u iy 


Thr 
I ill 


Tip 
l l c 


T 1 c% Qar 1 Tvr* 
1 1 c oci i yr 


1 wc Acn 

Lys Asp 


Acn 
ASlI 


Php 
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1DD 








XDU 






1 












ttt 

LUX 


gcx 


a. at 
dd L 


att aat 
d L L dd L 


tra 

ILu 


ata 
d Ld 


ata 
d Ld 


ttt 

L L L 


ant naa nna 
dyL ydd yya 


trt ttt 

LL L L L L 


tnt 
LyL 


tat 

Ld L 






DHq 

rOc 


AT a 
A 1 a 


Acn 
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Tl q Acn 
1 1 c noi 1 


Cop 


T1p 

1 1 c 


T1p 

1 1 c 


Php 

rl lc 


Cop CI 1 I (11 w 

oci u iu u i y 


Cor Pho 
oci rile 


Pvc 
Lys 


Tvr 

iyr 






1 70, 








XI □ 








iRn 






IOj 






ata 
dXd 


LL L 


aaa 
ddd 


Ldl yLd 


aay 


tnt 
Ly l 


aat 
da L 


ttt 
L L L 


aat tta tra 

Qui L La LLd 


ara tat 

uLO LdL 


ttt 

L L L 


aaa 
aaa 






Tin 

1 lc 


Prn 


1 vc 

Lys 


Tvr Val 
l jrf V d 1 


I vc 
Lys 


Pvc 

LjrS 


Acn 
no 1 1 


Php 

rl IC 


Acn 1 pi i *npp 

Moll LCU OCI 


Thr Tvr 
1 1 if i y i 


Php 

r 1 IC 


1 vc 
Lys 






















1QR 












aCX 


aaX 


trt 

XCX 


trt nat 
XLX ydX 


ttt 

L L L 


nr a 


r a a 
Ldd 


ttt 
L L L 


naa rnt art 
ydd LyL dLL 


tta ata 
LLd dLd 


ata 
d Ld 


ntt 
yLL 


o/ u 




i nr 


Asn 
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ocT Asp 


Pho 

rne 


AT a 
A 1 a 


ri n 
la I rl 


Php 
rile 


U 1 U Miy 1 i if 


LcU 1 1 C 


Tip 
1 1 c 


\/al 
Vd 1 




















9i n 




91 R 










ggx 


3 a a 

dad 


tat 

XdX 


trt tat 

XLX XdX 


nta 
y La 


tra 
LLd 


tat 
Ld L 


tta 
LLd 


naa nna tnt 

ydd yyd LyL 


ara nrt 
dLd yLL 


tra 
LLd 


tta 
LLd 


19A 




Pil V 

u iy 


1 vc 
Lys 


iyr 


^pr Tvr 
jcI Ijm 


Val 

v a i 


^pr 

OCI 


Tvr 
l yr 


1 pi i 

LCU 


Aln fil v Pv<: 

13 1 U U 1 Jr Ljr o 


Thr Ala 

1 III r\ 1 a 


Qpp 

OCI 


1 PI 1 
LCU 










99H 








99R 






<LOU 










tat 
la X 


dad 


naa 

gad 


LLd Ldd 


tta 
L Ld 


rat 
Ld L 


nt a 
y Ld 


yLL 


ata nt a naa 
dLd yLd ydd 


ata ata 
dLd d Ld 


nta 
y Ld 


aaa 
ddd 


779 
lie. 


r. 


iyr 


1 \/c 

Lys 


ftl ii 
u 1 U 


Cop fZln 
jci vain 


1 oi t 


Hie 
n i s 


Val 
vd i 


Al a 
A 1 d 


T1p Val Gin 
xic Vd i u i u 


Tip T1p 
lie lie 


Val 
vd i 


I vc 

Lys 




ff% 




9^r 








OAft 






OAR 










3 ■ S 


gax 


XdX 


nnt 

ggx 


■hat ata 
LdL old 


aaa 
ddd 


tat 
LdL 


tat 
Ld L 


ar a 
dLd 


tta raa aat 
LLd Ldd ddL 


ton tat 
Lyy LdL 


ana 
dyd 


nna 

gya 


92 ft 


3 r 5 


ASp 


Tvr 
iyr 


fil V 

u iy 


Tvr T1p 
i jr i lie 


1 vc 
Lys 


Tvr 
iyi 


Tvr 
iyr 


Thr 
1 1 ii 


1 pi i Ct \ n Acn 
lc u vj 1 1 1 no 1 1 


Trn Tvr 

up i jri 


Am 

r\l y 


fil V 






250 








255 








260 






265 






gat 


tat 


tta 


ggt a at 


ggt 


ggt 


tta 


tat 


aat ttt aca 


act aaa 


cgt 


ggt 


868 


5" 


Asp 


Tyr 


Leu 


Gly Asn 


Gly 


Gly 


Leu 


Tyr 


Asn Phe Thr 


Thr Lys 


Arg 


Gly 












270 










275 




280 








ata 


tgt 


tta 


aat tat 


tea 


aaa 


tta 


gat 


tgg ata caa 


gtt gaa 


gta 


ggt 


916 


3 a 


He 


Cys 


Leu 


Asn Tyr 


Ser 


Lys 


Leu 


Asp 


Trp He Gin 


Val Glu 


Val 


Gly 





285 290 295 



teg 


att 


ata 


aca tgg 


aaa 


tac 


cct 


tct 


act att tta 


aaa ggt 


aaa 


ttt 


964 


Ser 


He 


He 


Thr Trp 


Lys 


Tyr 


Pro 


Ser 


Thr He Leu 


Lys Gly 


Lys 


Phe 








300 








305 






310 








tct 


att 


agt 


aat ttt 


tat 


tea 


ata 


tct 


ttt ata tea 


aat atg 


caa 


ata 


1012 


Ser 


He 


Ser 


Asn Phe 


Tyr 


Ser 


He 


Ser 


Phe He Ser 


Asn Met 


Gin 


He 






315 








320 






325 










get 


gat 


act 


ggt agt 


aaa 


atg 


tat 


cat 


ata gga tct 


tat act 


aaa 


agt 


1060 


Ala 


Asp 


Thr 


Gly Ser 


Lys 


Met 


Tyr 


His 


He Gly Ser 


Tyr Thr 


Lys 


Ser 




330 








335 








340 






345 




tat 


ata 


att 


tct aaa 


agt 


ata 


tct 


tta 


aat aac tea 


tta aat 


ata 


ttt 


1108 


Tyr 


He 


He 


Ser Lys 


Ser 


He 


Ser 


Leu 


Asn Asn Ser 


Leu Asn 


He 


Phe 










350 










355 




360 
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aga ggt tta gta tat att aaa cct ttt tea tat aaa tct tat aat tat 1156 
Arg Gly Leu Val Tyr He Lys Pro Phe Ser Tyr Lys Ser Tyr Asn Tyr 

365 370 375 

act gaa tgt agt tct tta ata ttt ggt aat aat tct tta aca gta act 1204 
Thr Glu Cys Ser Ser Leu lie Phe Gly Asn Asn Ser Leu Thr Val Thr 

380 385 390 

att cct tat ata aaa aat tat aat aat act agt tat gta aaa caa gaa 1252 
He Pro Tyr lie Lys Asn Tyr Asn Asn Thr Ser Tyr Val Lys Gin Glu 

395 400 405 

get ttt gtt tct aaa att gaa ath ata tat tta ttt tta tta atg caa 1300 
Ala Phe Val Ser Lys He Glu He He Tyr Leu Phe Leu Leu Met Gin 
410 415 420 425 

cgt ggt tta agt att tea gag tct att tea tta tta att ata ggt ttt 1348 
Arg Gly Leu Ser He Ser Glu Ser He Ser Leu Leu He He Gly Phe 

430 435 440 

tgt tct gat att tat aat aaa tta ccg ttt gaa ttt aat tta gag ata 1396 
Cys Ser Asp He Tyr Asn Lys Leu Pro Phe Glu Phe Asn Leu Glu He 

445 450 455 

cct ata tta ttt tea tta aaa att aaa gat ata ttt aat taattaaat 1444 
Pro He Leu Phe Ser Leu Lys He Lys Asp He Phe Asn 
460 465 470 

<210> 2 
<211> 1443 
<212> DNA 

<213> Synechocystis PCC6803 

<220> 

<221> CDS 

<222> (1)..(1443) 

<400> 2 



atg agt 


tec 


ace 


act 


gtt 


aaa 


aac 


ctg 


gtc 


aac 


caa 


ccc 


tac 


aaa 


tat 


48 


Met Ser 


Ser 


Thr 


Thr 


Val 


Lys 


Asn 


Leu 


Val 


Asn 


Gin 


Pro 


Tyr 


Lys 


Tyr 




1 






5 










10 










15 






ggc ttt 


gtc 


acc 


aac 


att 


gaa 


gcg 


gat 


get 


ate 


ccc 


cgt 


ggt 


ctg 


agt 


96 


Gly Phe 


Val 


Thr 


Asn 


He 


Glu 


Ala 


Asp 


Ala 


He 


Pro 


Arg 


Gly 


Leu 


Ser 








20 










25 










30 








gaa gac 


gtg 


gtg 


cga 


etc 


att 


tct 


get 


aag 


aaa 


aat 


gaa 


ccc 


gaa 


ttc 


144 


Glu Asp 


Val 


Val 


Arg 


Leu 


He 


Ser 


Ala 


Lys 


Lys 


Asn 


Glu 


Pro 


Glu 


Phe 






35 










40 










45 










atg ttg 


gat 


ttt 


cgc 


etc 


egg 


gee 


tac 


egg 


cat 


tgg 


ctg 


acc 


atg 


gcg 


192 


Met Leu 


Asp 


Phe 


Arg 


Leu 


Arg 


Ala 


Tyr 


Arg 


His 


Trp 


Leu 


Thr 


Met 


Ala 





50 55 60 
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gaa 


ccc 


act 


tgg 


ccg 


gcg gtg 


cat tat 


Glu 


Pro 


Thr 


Trp 


Pro 


Ala Val 


His Tyr 


65 










70 




att 


att 


tac 


tac 


tec 


gee cct 


aag caa 


He 


He 


Tyr 


Tyr 


Ser 


Ala Pro 


Lys Gin 










85 






tta 


gat 


gaa 


gtg 


gac 


cca get 


ttg ttg 


Leu 


Asp 


Glu 


Val 


Asp 


Pro Ala 


Leu Leu 








100 






105 


att 


ccc 


eta 


teg 


gag 


caa aaa 


cgt tta 


lie 


Pro 


Leu 


Ser 


Glu 


Gin Lys 


Arg Leu 






115 








120 


att 


ttt 


gac 


agt 


gtt 


tec att 


ggc aca 


He 


Phe 


Asp 


Ser 


Val 


Ser He 


Gly Thr 




130 








135 




gaa 


gac 


ggg 


gta 


att 


ttc tgt 


tct att 


Glu 


Asp 


Gly 


Val 


He 


Phe Cys 


Ser He 


145 










150 




ccc 


gac 


ctg 


gtg 


caa 


aaa tat 


ttg ggc 


Pro 


Asp 


Leu 


Val 


Gin 


Lys Tyr 


Leu Gly 










165 






aac 


ttc 


ttt 


gee 


gee 


tta aac 


tct get 


Asn 


Phe 


Phe 


Ala 


Ala 


Leu Asn 


Ser Ala 








180 






185 


gtt 


ttt 


att 


ccc 


aaa 


ggg gtg 


aag tgt 


Val 


Phe 


He 


Pro 


Lys 


Gly Val 


Lys Cys 






195 








200 


ttc 


cgc 


att 


aat 


aat 


ggg gat 


acg ggg 


Phe 


Arg 


He 


Asn 


Asn 


Gly Asp 


Thr Gly 




210 








215 




att 


gec 


gaa 


gaa 


ggg 


get tec 


gtt age 


He 


Ala 


Glu 


Glu 


Gly 


Ala Ser 


Val Ser 


225 










230 




ccc 


atg 


tat 


gac 


ace 


aat caa 


ctt cat 


Pro 


Met 


Tyr 


Asp 


Thr 


Asn Gin 


Leu His 










245 






get 


eta 


gat 


aat 


get 


gac att 


aaa tat 


Ala 


Leu 


Asp 


Asn 


Ala 


Asp He 


Lys Tyr 








260 






265 


get 


ggg 


gac 


gaa 


aat 


ggc aag 


ggc gga 


Ala 


Gly 


Asp 


Glu 


Asn 


Gly Lys 


Gly Gly 






275 








280 
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CCC 


ccc 


att 


gat 


tac 


caa 


gat 


240 


Pro 


Pro 


He 


Asp 


Tyr 


Gin 


Asp 






75 










80 




agt 


aag 


aaa 


aaa 


eta 


gaa 


age 


288 


Ser 


Lys 


Lys 


Lys 


Leu 


Glu 


Ser 




90 










95 






gaa 


ace 


ttt 


gaa 


aaa 


tta 


ggg 


336 


Glu 


Thr 


Phe 


Glu 


Lys 


Leu 


Gly 












110 








agt 


aat 


gtg 


gcg 


gta 


gat 


gee 


384 


Ser 


Asn 


Val 


Ala 


Val 


Asp 


Ala 










125 










act 


ttt 


aag 


gaa 


aag 


eta 


gcg 


432 


Thr 


Phe 


Lys 


Glu 


Lys 


Leu 


Ala 








140 












tct 


gaa 


gca 


ttg 


cag 


gaa 


cat 


480 


Ser 


Glu 


Ala 


Leu 


Gin 


Glu 


His 






155 










160 




agt 


gtg 


gtg 


ccc 


acc 


gee 


gac 


528 


Ser 


Val 


Val 


Pro 


Thr 


Ala 


Asp 




170 










175 






gta 


ttt 


agt 


gac 


ggt 


tec 


ttt 


576 


Val 


Phe 


Ser 


Asp 


Gly 


Ser 


Phe 












190 








ccc 


atg 


gaa 


ttg 


tec 


acc 


tat 


624 


Pro 


Met 


Glu 


Leu 


Ser 


Thr 


Tyr 










205 










cag 


ttt 


gag 


egg 


aca 


tta 


att 


672 


Gin 


Phe 


Glu 


Arg 


Thr 


Leu 


He 








220 












tat 


ttg 


gaa 


ggt 


tgt 


act 


gcg 


720 


Tyr 


Leu 


Glu 


Gly 


Cys 


Thr 


Ala 






235 










240 




gcg 


gcg 


gtg 


gtg 


gaa 


ttg 


gta 


768 


Ala 


Ala 


Val 


Val 


Glu 


Leu 


Val 




250 










255 






tec 


acc 


gta 


caa 


aac 


tgg 


tac 


816 


Ser 


Thr 


Val 


Gin 


Asn 


Trp 


Tyr 












270 








att 


tac 


aac 


ttt 


gtg 


act 


aaa 


864 


He 


Tyr 


Asn 


Phe 


Val 


Thr 


Lys 





285 



1 
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egg 


ggt 


eta 


tgt aaa gga gtt aat 


tec aaa att 


tec tgg acc caa 


gta 


912 




Arg 


Gly 


Leu 


Cys Lys Gly Val Asn 


Ser Lys He 


Ser Trp Thr Gin 


Val 








290 




295 




300 








gaa 


acc 


ggt 


tec gee att acc tgg 


aaa tac ccc 


agt tgt gtg eta 


gtt 


960 




Glu 


Thr 


Gly 


Ser Ala He Thr Trp 


Lys Tyr Pro 


Ser Cys Val Leu 


Val 






305 






310 


315 




320 






ggg 


gat 


aat 


tec gtc ggg gaa ttc 


tac tct att 


get tta act aac 


aac 


1008 




Gly 


Asp 


Asn 


Ser Val Gly Glu Phe 


Tyr Ser lie 


Ala Leu Thr Asn 


Asn 












325 


330 


335 








aaa 


cag 


caa 


get gat acg gga act 


aaa atg att 


cac ate ggt aaa 


aat 


1056 




Lys 


Gin 


Gin 


Ala Asp Thr Gly Thr 


Lys Met He 


His He Gly Lys 


Asn 












340 


345 


350 








acc 


cgt 


agt 


ate att att tec aaa 


ggc att tec 


get ggt aat tec 


gee 


1104 




Thr 


Arg 


Ser 


lie He He Ser Lys 


Gly He Ser 


Ala Gly Asn Ser 


Ala 










355 


360 




365 








aac 


agt 


tac 


egg ggt ttg gtg aaa 


atg gga cct 


aaa gee cag ggc 


get 


1152 




Asn 


Ser 


Tyr 


Arg Gly Leu Val Lys 


Met Gly Pro 


Lys Ala Gin Gly 


Ala 








370 




375 




380 






CO 


cgc 


a at 


tat 


tec cag tgt gat tec 


atg etc att 


ggc gat egg gca 


gcg 


1200 




Arg 


Asn 


Tyr 


Ser Gin Cys Asp Ser 


Met Leu He 


Gly Asp Arg Ala 


Ala 




Li a 


385 






390 


395 




400 






get 


a at 


act 


ttt ccc tat att caa 


gtg gac aat 


aat acc gee aaa 


gta 


1248 


w 


Ala 


Asn 


Thr 


Phe Pro Tyr lie Gin 


Val Asp Asn 


Asn Thr Ala Lys 


Val 




£3 








405 


410 


415 








gaa 


cat 


gaa 


get tec act tec aaa 


att ggc gag 


gat caa etc ttt 


tac 


1296 




Glu 


His 


Glu 


Ala Ser Thr Ser Lys 


He Gly Glu 


Asp Gin Leu Phe 


Tyr 




C3 








420 


425 


430 






f n 


ttt 


gec 


caa 


egg gga att tct gag 


gaa gat gcg 


gtg tec atg eta 


gtc 


1344 




Phe 


Ala 


Gin 


Arg Gly He Ser Glu 


Glu Asp Ala 


Val Ser Met Leu 


Val 










435 


440 




445 








age 


ggt 


ttc 


tgt aag gat gtg eta 


aac gaa tta 


ccc atg gaa ttt 


gcg 


1392 




Ser 


Gly 


Phe 


Cys Lys Asp Val Leu 


Asn Glu Leu 


Pro Met Glu Phe 


Ala 








450 




455 




460 








gcg 


gag 


get 


gat aaa tta ctg agt 


etc aaa eta 


gaa ggt act gtg 


ggt 


1440 




Ala 


Glu 


Ala 


Asp Lys Leu Leu Ser 


Leu Lys Leu 


Glu Gly Thr Val 


Gly 






465 






470 


475 




480 





taa 1443 

<210> 3 
<211> 1527 
<212> DNA 

<213> Escherichia coli 
<220> 
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<221> CDS 

<222> (D..U527) 

<400> 3 

atg tgg ctg tgg cga aag ctt tgg ggt ata ggc ggt act atg tct cgt 48 
Met Trp Leu Trp Arg Lys Leu Trp Gly lie Gly Gly Thr Met Ser Arg 

15 10 15 

aat act gaa gca act gac gat gtc aaa acc tgg acc ggc ggc ccg ctg 96 
Asn Thr Glu Ala Thr Asp Asp Val Lys Thr Trp Thr Gly Gly Pro Leu 

20 25 30 

aat tat aaa gaa gga ttc ttc acc cag tta gcc acc gat gag ctg gca 144 
Asn Tyr Lys Glu Gly Phe Phe Thr Gin Leu Ala Thr Asp Glu Leu Ala 

35 40 45 

aag ggg ata aac gaa gag gtg gtg cgc gca att teg gcg aag cgt aat 192 
Lys Gly He Asn Glu Glu Val Val Arg Ala He Ser Ala Lys Arg Asn 

50 55 60 

gag ccg gag tgg atg ctg gag ttt cgt eta aac gcc tat cgc gca tgg 240 
Glu Pro Glu Trp Met Leu Glu Phe Arg Leu Asn Ala Tyr Arg Ala Trp 
65 70 75 80 

ctg gag atg gaa gaa ccg cac tgg ttg aaa gcg cac tac gac aag ctg 288 
Leu Glu Met Glu Glu Pro His Trp Leu Lys Ala His Tyr Asp Lys Leu 

85 90 95 

aat tat cag gat tac age tac tac tea gca cca teg tgc ggt aat tgt 336 
Asn Tyr Gin Asp Tyr Ser Tyr Tyr Ser Ala Pro Ser Cys Gly Asn Cys 

100 105 110 

gac gac act tgc gcg tct gaa cct ggc gcg gtg cag caa act ggc gcg 384 
Asp Asp Thr Cys Ala Ser Glu Pro Gly Ala Val Gin Gin Thr Gly Ala 

115 120 125 

aac gcc ttt tta agt aaa gag gtg gag gcg gcg ttt gag cag ttg ggc 432 
Asn Ala Phe Leu Ser Lys Glu Val Glu Ala Ala Phe Glu Gin Leu Gly 

130 135 140 

gtt ccc gtg egg gaa ggc aaa gag gtg gcg gtg gat gcc att ttc gac 480 
Val Pro Val Arg Glu Gly Lys Glu Val Ala Val Asp Ala He Phe Asp 
145 150 155 160 

tea gtt teg gtt gcc act act tat cgc gaa aaa ctg gcg gag cag gga 528 
Ser Val Ser Val Ala Thr Thr Tyr Arg Glu Lys Leu Ala Glu Gin Gly 

165 170 175 

att att ttc tgt tec ttt ggt gag gcg ate cac gat cac ccg gaa ctg 576 
He He Phe Cys Ser Phe Gly Glu Ala He His Asp His Pro Glu Leu 

180 185 190 

gtg cgt aaa tat etc ggc acc gtg gtg ccg ggg aat gac aac ttc ttt 624 
Val Arg Lys Tyr Leu Gly Thr Val Val Pro Gly Asn Asp Asn Phe Phe 
195 200 205 
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gcc gcg 
Ala Ala 
210 
cct aaa 
Pro Lys 
225 

aac gca 
Asn Ala 

gaa gac 
Glu Asp 

gac age 
Asp Ser 

aac gec 
Asn Ala 
290 
aac aac 
Asn Asn 
305 

gaa ggc 
Glu Gly 

gcg att 
Ala He 

att ggt 
He Gly 

gat acc 
Asp Thr 
370 
att ate 
He He 
385 

ggc tta 
Gly Leu 

cag tgc 
Gin Cys 



ctt a at 
Leu Asn 

ggc gtg 
Gly Val 

gaa aaa 
Glu Lys 

age tac 
Ser Tyr 
260 
tat cag 
Tyr Gin 
275 

gag gtg 
Glu Val 

acc ggc 
Thr Gly 

gaa aac 
Glu Asn 

acg tgg 
Thr Trp 
340 
gag ttt 
Glu Phe 
355 

ggc acc 
Gly Thr 

teg aaa 
Ser Lys 

gtg aaa 
Val Lys 

gac tea 
Asp Ser 
420 



gcg gcg 
Ala Ala 

cgc tgc 
Arg Cys 
230 
acc ggg 
Thr Gly 
245 

gtc age 
Val Ser 

tta cac 
Leu His 

aaa tat 
Lys Tyr 

ggt att 
Gly He 
310 
age aaa 
Ser Lys 
325 

aaa tat 
Lys Tyr 

tac tea 
Tyr Ser 

aag atg 
Lys Met 

ggg ate 
Gly He 
390 
ate atg 
He Met 
405 

atg ctg 
Met Leu 



gta gee 
Val Ala 
215 

ccg atg 
Pro Met 

cag ttt 
Gin Phe 

tac att 
Tyr He 

gcg gca 
Ala Ala 
280 
tec acg 
Ser Thr 
295 

etc aac 
Leu Asn 

atg tea 
Met Ser 

ccc age 
Pro Ser 

gtg gcg 
Val Ala 
360 
ate cac 
He His 
375 

tct gee 
Ser Ala 

ccg acg 
Pro Thr 

att ggc 
He Gly 



tct gat 
Ser Asp 

gaa ctt 
Glu Leu 

gag cgc 
Glu Arg 
250 
gaa ggc 
Glu Gly 
265 

gtg gtg 
Val Val 

gta caa 
Val Gin 

ttc gtc 
Phe Val 

tgg acg 
Trp Thr 
330 
tgc att 
Cys He 
345 

ctg acc 
Leu Thr 

ate ggt 
He Gly 

gga cat 
Gly His 

gca acc 
Ala Thr 
410 
get aat 
Ala Asn 
425 



ggt acg ttt 
Gly Thr Phe 

220 
tec acc tat 
Ser Thr Tyr 
235 

acc att ctg 
Thr He Leu 

tgt tec get 
Cys Ser Ala 

gaa gtc ate 
Glu Val He 
285 

aac tgg ttt 
Asn Trp Phe 

300 
acc aag cgt 
Thr Lys Arg 
315 

caa tea gaa 
Gin Ser Glu 

ttg cgc ggc 
Leu Arg Gly 

age ggt cat 
Ser Gly His 
365 

aaa aac acc 
Lys Asn Thr 

380 
agt cag aac 
Ser Gin Asn 
395 

aat gcg cgc 
Asn Ala Arg 

tgt ggg gcg 
Cys Gly Ala 



att tat gtg 672 
He Tyr Val 

ttt cgc att 720 
Phe Arg He 
240 

gtg gee gac 768 
Val Ala Asp 
255 

ccg gtg cgt 816 
Pro Val Arg 
270 

ate cat aaa 864 
He His Lys 

cct ggc gat 912 
Pro Gly Asp 

get ttg tgc 960 
Ala Leu Cys 
320 

acc ggg tea 1008 
Thr Gly Ser 
335 

gat aac tec 1056 
Asp Asn Ser 
350 

cag caa gcg 1104 
Gin Gin Ala 

aaa teg acc 1152 
Lys Ser Thr 

agt tat cgc 1200 
Ser Tyr Arg 
400 

aat ttc act 1248 
Asn Phe Thr 
415 

cat acc ttc 1296 
His Thr Phe 
430 
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ccg 


tat 


gtt 


gag tgt 


/-*/-!+• aar aa+ an+ 
Cgt adL aat ayu 




r aa 
Lao 


rt n 
w iy 


yaa 


tat 


nan 

ydy 


nr a 
yea 


1344 


Pro 


Tyr 


va 1 


Giu Lys 


Ann Apn Arn Cnp 

Arg Asn Asn oer 


Al a 


din 


Leu 


u 1 u 


Hi c 
n i b 


r;i 11 


Ala 
M 1 a 








A1C 

4Jb 




AAA 








A AC 
*rrj 










acg 


aca 


tea 


cgt art 


nn+ naa na+ raa 

gyt ydd yal tad 


t*iy 


ttt 


tar 
iai 


tnr 
iyc 


rtn 
1. iy 


raa 
L.u u 


iyi 


1392 


Thr 


Thr 


ber 


Arg lie 


uiy uiu Msp vain 


1 01 1 

Lctl 


Pho 
rflc 


iyr 


Pvc 




fVIn 

0 1 11 


mi y 






4bl) 






*fDD 






*tDU 












999 


ate 


age 


gaa gaa 


nar nrr air* + rn 
gdC yv-L due icy 


a iy 


fltt 
ait 


att 

y 1 1 


asp 


aat 
yy 1 


ttr 

I IL 


tar 


1440 


(11 w 


Tin 


Cap 


Gin fiiu 

u 1 U 13 1 U 


A<;n Ala Tip Sep 


Met 


He 


Val 


Asn 


Gly 


Phe 


Cys 




465 








470 




475 










480 




aaa 


gac 


gtg 


ttc teg 


gag ctg ccg ttg 


gaa 


ttt 


gee 


gtt 


gaa 


gca 


caa 


1488 


Lys 


Asp 


Val 


Phe Ser 


Glu Leu Pro Leu 


Glu 


Phe 


Ala 


Val 


Glu 


Ala 


Gin 






485 




490 










495 






aaa 


etc 


etc 


gec ate 


agt ctt gaa cac 


age 


gtc 


gga 


taa 








1527 


Lys 


Leu 


Leu 


Ala He 


Ser Leu Glu His 


Ser 


Val 


Gly 
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